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Supporting Information S5. The independent dataset S(5) for S. cerevisiae.
It is formed by 100 -site-containing sequences and 100 false {-site-containing
sequences. Each sample is 31-bp long with the uridine located at the center. None
of the samples included here occurs in S$(2) of the Supporting Information S2.

1. 100 ys-site- containing sequences (positive samples)
ELPJ,%\UCAUCGCUGAUCUCCCACUCCCUGAUCU
ZZ%\GAGGJOAUCGGJUCGAUUCCG(JJUGCGJ
aljiAGAUC{IAAGAGJUCGAAUCUCUUAGCAA
EE?SAAAGAUUAGAAAUCUUUUCISGCUUUGCC
ES(F;SJUAAGGCGAAAGAUUAGAAAUCUUUUGGG
TJBEJAGGACCGAGCUUUUAGUGGAUGUOAUOA
Z(PEZ\CACUUCUGAUGUUUCAAAAGAUAUUCCA
EICD;LBJACUGGACGAGAAUCCIJAGAACAAUUUGA
E(F;?JAGAUGJUUGJUGJUCACCCACAACUGAA
ZIZ\%-‘BUGJCGAGJUUUUUGAC{JJUAAGAAUGA
ZZGGUCGAAAAA:L x GUUUCAGGCAGUUUCUCAG
>P12
CRUUGGEECCCCCCEAUUCGAUUCCGEEECUUGC
>P13
UGGUAAAAUCCAACGUUGCCAUCGUUGEECC
BZ%éCGCAAGJGGUUUAGJC—:CJJAAAAUCCAA
EICDB%JEJAAGGCGAAAGAUUAGAAAUCUUUUGGG
E;Iég\AAGAUUAGAAAUCUUUUGCIIJJUUC{IC
?X%ZJUOAUUAAOAUGJACUUOAACUACGGAA
EILDJ:CLS?SAGAUCAUCGGUUCAAAUCCGAUUGGAA
GE&J?XBUUUUCAAGJGJAAUACIIJJACGJGAU
>QFA)\?B?JGGUUC‘AAGACGUCGCCUUUACACGGCG
BZélJC-iGUUAUCACUUUCGGJUUUGAUCCC-‘,GA
EE;EJUUCCHJUUUGAUCCCISACAACCCCGGU
>



AAUUGAUCUAUGUUGUAGCUGCGCUGGECGEEC
>p24
AACUCCAGUUCUUUAUCUUCUUUCUCCGCUG
>p25
GCAUCUGACUUCUAAUCAGAAGAUUAUGEEU
>P26
UCUUCCGUGAUAGUUUAAUGGUCAGAAUGGG
>pP27
CAGAAUGGEGECGCCUUGUCGCAEUGCCAGAUCGE
>p28
GUGCCAGAUCGGGCEUUCAAUUCCCCEUCECG
>p29
AGAAAAAGCCAAUGAUGAGAUACAAGCCAUU
>P30
AUCGACAUAUGCUGGUUACAUGGCAGUAGAA
>P31
GAAUAUACAUUCUAUUAUCGAACCUGGCCAU
>p32
GAAACAAGAUUUCUGUAGCAUACUCGCUUCA
>P33
UACUUGEJUUUCUUUUUUGUGCCUUUGUUACG
>P34
UUGCUUUGUGGAAGUUCGAAACUCCAAAGUA
>pP35
UGAGUGAUGGAAGUGUAGUUAUCCGGAGAUC
>P36
AGGCGUCAAAUCUUCGUUGACCGUCAAUUACA
>P37
UGCAGCACAAAUUUGUAGACAGGECUGEUUUG
>P38
AGGAUUACUUGGACAUUAACGEUUCUCCUAU
>P39
UCAAGACAAAAGUGUUCUUUCAUCUGCAGUG
>P40
UUGGCGUACAGAUUGUAGUUGUGGECUGCUAC
>P41
CUUUUUUAAUGUCCGUUUCUAUGAUUGGEGECU
>P42
AUUGUUCGAAGGUAAUGCCUUGAUCAGAAGA
>P43
CUGUUGGUCCUUAGUUCGAUCCUGAGUGCGA
>P44
GCAGCAGAUUGCAAAUCUGUUGEUCCULAGU
>P45
UUAUCCGAUAUAGUGUAACGGCUAUCACAUC
>P46
CAQUGGAGACCGCEEEUUCGACUCCCCEUAUCG
>P47
GGCUAUGUUAUUUAUGUAACGGGUAUGCGAAC
>P48
AUUCUUUUUUUGAUGUAAUAGGAUAAGCUUG



>P49
CUGUUCUUUUCAGUGUAACAACUGAAAUGAC
>P50
UGUAGUAUCUGUUCUUUUCAGUGUAACAACU
>P51
GUGUAGUAUCUGUUCUUUUCAGUGUAACAAC
>p52
AAGCUGUAGUAUCUGUUCUUUUCAGUGUAACA
>P53
CAAGUGUAGUAUCUGUUCUUUUCAGUGUAAC
>P54
AUCAAGUGUAGUAUCUGUUCUUUUCAGUGUA
>pP55
UCAUUGUUCUUGGAUUUCAAUGGEUGCUGUC
>P56
UAAAUUUCGCCACUGUAGAUGAAGAAGACGA
>pP57
AAAAUGAGAAGAGUGUAGAUGUAUUAUCCUU
>P58
CCAAGAUAGACUAUGUAAUGGUAAAGAACAU
>P59
AUGGCGCGECEEEUGCCUUUGGAGCAGCAAUCG
>P60
AUGCGUGUGGUCACUGUAAGAGAUUGGECCCCA
>P61
CCAUGGACGAGCCUGUAGUAUACAACGGUAA
>P62
ACAAAGGEUCUUCCUAUGAUUCCGEGECEUUCEU
>P63
CUUUCUCAUACCCUGUAGACCAGACCUCUCU
>P64
AGAAUACUUUGAAGGUUUAACCGAGGAAAUG
>P65
CGQUGGAGACCGCEEEUUCGACUCCCCEUAUCG
>P66
UUAUCCGAUAUAGUGUAACGGCUAUCACAUC
>P67
GGACACUUCUGAUGUUUCAAAAGAUAUUCCA
>P68
UAACUGUGGGAAUACUCAGGUAUCGUAAGAU
>P69
GUAAGAUGCAAGAGUUCGAAUCUCUUAGCAA
>P70
ACAAUUUUCACAGUUUAAGGCCAAGAACAAG
>P71
GCCCGUUUACACAUUUUGAUACAACCGUAGA
>P72
CGGGAGGEUCCCEEEUUCGAGUCCCEECUCEC
>P73
GAUUCUCGCUUAGGGUGCGEEGAGEUCCCEEG
>P74



GCGAUGCGACUGUUAAUCGCAAGAUCGUGAGRU
>P75
CGCAAGAUCGUGAGUUCAACCCUCACUGEGEG
>P76
CAUUGGEGECCCCCCEJUCGAUUCCGEEGECUUGC
>P77
UGGUAAAAUCCAACGUUGCCAUCEUUGEECC
>pP78
CUAGCGCAAGUGGUUUAGUGGUAAAAUCCAA
>P79
GECUGUGUJUCUUCUUUCUAAAUUCCCUAUCG
>P80
GGAAAAACCCGEUUGCUAGAAGCGCAACUGEU
>P81
GAAAAAAGUUCAGAAUUGCAGAAAAGUGEUG
>P82
AGCUGCEUUUCCUAGUGUAUCAGCCACUAUCGG
>pP83
CAUAAGGUUAGGCGCEUUCGAGCCCCCUACAGG
>P84
GCAAUCGGUAGCGCGUAUGACUCUUAAUCAU
>pP85
AAACAAAAGAAGCUGUUCCAGAGAGCCCAAG
>P86
CCGGACAACCCCGCEUUCGAAUCCGGEEUAGEA
>pP87
CACUUUCGEUUUUGAUCCGGACAACCCCGEU
>P88
GGCUUAUCACUUUCGGUUUUGAUCCGGACAAC
>P89
UAGUGGEUUAUCACUUUCGEUUUUGAUCCGGA
>P90
UGUUGCCGCUAAGUGUAAGGAAGUCGGUAUC
>P91
CUGGUAUAUUCUAUAUACUCACUUAUUACUU
>P92
UUCUGGUAUAUUCUAUAUACUCACUUAUUAC
>P93
AAUGGCUCUUUUUGUUAUUCGAAAGCUUACA
>P94
UAAAAAGUUCGGECUAUCUCUUGGEECUCUGCC
>P95
UCUGCCCGCGCUGGUUCAAAUCCUGCUGEUG
>P96
CAUGGAUGAUAUUUGUAGUAUGGCGGAAAAC
>P97
GUGGAGAUCAUCGGEUUCAAAUCCGAUUGGAA
>P98
AUACUAUUCAGUUUCUCAGAUAUAGGUUGCA
>P99
GCAAUUGGAAAAAUCUAUUAACCCAGAUGAA



>P100
CCAGUGCGUCUACUAUUACUCGGCCAAAUAU

I1. 100 false s site containing sequences (negative samples)
BE%JJAAUUUGAGAUCUCUGCAAAAOAAUGOA
>N2
AAACAAUGCACCUCCUGGCAAAAACAUCAAU
>N3
AAACAUCAAUGUCAAUUGUUUGAACGUCAAU
ZIX;\CGJCAAUUCUUGJUCGJUGJCCCI:AACIZ
ZZEUAAUAUGGCUUGJAAUGGAAAOAAGCAA
mCAAGCAAGAUCUUCCCAUACCGJUUCCC
ZQEGUUUCCCCUGCAU&JAGAAUCIJAACGAU
ZIL\JI?:AAUGJUUAAUCAUAACAGAUCAAAGACIZ
ZNQUCAAAGAC{IAGJC-‘,GUACUACAGAUC{ZGJCA
ZCNS:CLB(L)JACGCAUAAGC&JGAACCCCGGUCGACG
>N11
CCGCGEUCGACGAUACAUACAGAGCUGUUACAA
TJE:LLJ,%\GOAAAGGAOAGJAGAAACCUGAGJAAU
Egl:béAGJAAUGGAUCUUUGAAUGAUAUUAAC
ECNSiﬁJAUUAACGAAAAUGAAGAGCUCCAAAAU
ESIC\II:LJECAAAAUUUCCAUAGAAAAAUCACIIGAA
TJLNJégCOAAGGAAAAAUAGCGAAACOAGAAAG
Q:LLJZ‘AUGCCISGAAGAUUACAUUGCCUUGAAA
BCNS%Z%JUGAAACAACQJCCAACIIJUCISGAGAU
ZE%B%AGAUCUCGUCGUUUAAGAACCAAGUCA
ZXZC(C)IAAGJCAUUCC-‘,GUAACAAGJUCCAAGAC
QZUéCAAGACAUUACUGUCGAACCUCAAUCC
E(l\BllzJiGGJAAAGJGJAUUUAGJGACISGAACCIZ
ECNBZCéAOAAGJGAUOAUCOAUUUAUUGJGAOA



TJ%?JGJGAOACUGJAUOAUUCCUUUOAAACC
ZZIZA?IAUAUUAQJGCAUCAAUQJC{-UCAUGJC
BEIIZBSCAU&JCAUGCUUUCUGACUUUGAUUUA
ZCNBZAZJACAAAAAUUUGJUCAGAUCIBAUUCAGA
B(NBZGEz\UUOAGAACUAAUUCCUUUGJUG(JJACU
Bng?ZUGJACUCCAUUUAAAGGAGAUAAUUCA
ECNBLBJ?:AAAUUUCCACAUGAUAAGGAA&JUUCG
ZIC\BB%]A-\GJUUCGAAGAAUUGJAAAGACQJGAUA
ZlI\JBUéUUCAAAAAAGJUCAGJCﬁJCGJUCUUA
EEBCgCCUCUAAUACCUGCAUUAAAUGAUAAC
BCNIBC?JUUUAUAUUGJCJJUCIIAAUAAACACCCG
:RBAEGAUGAUGAAAUUGAUGA(XBCUGAUCCA
Z—‘E}CBJGJGAUCCAUUCCAUGAUUUUAAUUQJAUG
EIU\I?A\EUCUGAAAAUUAUACCUACGGAAAAAUU
:IL\JBC?JUAUGAUAAAAAUGJAAAAAAUUAUUUA
ZRBAQCGAGAAAGJGAAUGAAAAAUAUAAUAUC
ZB&?JAAUAUCAUUUAUU&JCUGAUAAUGCUG
;Eéng-lJACCAUCCCIZAUCAGJGGAUAUCCAAU
ZZI?J,%\UCOAAUGAUAGJAAUUUCGCGAGJUUA
Zg‘é:éAGJUUAUCCGJUGQJGJUAUAUUAUCA
E%iUUAUCACUUUUUAAUAUUCUUUUCAAA
gg“;fJUCCUUCCCIIAAUUCUUCUGAAAUACUG
ZlNJ‘é?BCOAGJUUUUUGJUCUUCOACGJAAUCC
ZEZ[MJZJAUUAACC-‘,GAGAUUUGAUUUQJCCCAGC
Z%%AUUCGAGJGAGJACGJUUUCAAAUAUG
>



UUCAAAUAUGCUUAAUCUGAUCUCUUCUGCG
EQSCOGAUCUGUGCCAUUAUAGUAACI:A&JGCC
:ESG%IAGJGCCACUUGJQJAAUAUAAGAUGAU
ZZILSJEJUUACCGJUUUCUGGGGAOAUOAUGAUA
>CAI>I5U§3AUGAUAUCAUUUGGUACAUAAUGAACA
afJiAUUGGAUUUCUUCIIAUUUUUUGCGAUU
EUEJEJGCGAUUAUGGCUUGUUGACCAUUCACA
ZEIBO%\UUCACAAAAGJUGGJCUAACAUAAUUU
;§5AZ5UCCUUC1JAAUAUUCUAGCUUUUGAGUC
BIC\IISJ?SGGAGJGGJAAAUCUACUGACCAUCUUC
BBILSJLQJAUCOAAUOAUCUGGOAAGUCQJUAAUU
BwUCUCUAAAAUUUAGAUAUGGACGUUUG
B&C&JUUGAGAUAUUUUCGJAUUUCUGCC
EQSEJUCUGCOAAUUCUUCCUUUAACUGUGAC
BRIGA&JGJGACCGJAQJGAUUCGQJUUCCQJU
Z‘ESLL‘JUCCCUUUGAAUUUUUAUUAUACCCUCU
ZES?JAQJUGCUUAUQJGAAUUUUUUUCCAUU
B%UUGCCUAUCCUUCCAUCUGAUGACUUG
B(NES\ZJGACUUGAAAUGJUCUGACAGGUAAGAU
EEG(J?:AACAUUCUUAAUCCAAACGAUGJCCUU
ELNJggCUGCUUGJGJAUUAAAGGAOAUGAAAUA
BBZEGQJACAUGUAAUGGAAGAUCAUCUGJA
EIXZJ]L-JCGUAUCUGUA&JUUCUCAUCAGCAAGA
BCNZZJEJUCAAAAACCIJJUGAUUUCIIJCIBCACQJ
ELNJZJiAUAGCGCUUGJUUCUGCUUGCUCUACC
aNJZZ?JAC{iJGAACGJUUAAUCUGACAUCCGGG



ZEI\ZJSJUUGAUGJGAAGJAUUCUGCUAACCGJU
E&I\Z%JCQJUCACQJGJUUGJCCAAGGGAGJA
ZCNSZEZIBACUUUOJGGCUUUUUUUUUUACGAAA
EBZ:?JUCCUCAUCAUQJUCAGCCUCAACAUUU
BEZ)%\ACCGOAACUUCUUGUUCUUGCUUAUGC
EEZ%OGQJUAUUGJC-‘,C-‘,CJJUGJCCCGCCAUUAUU
>N81
CGCCAUUVAUUGUUAAUAGAUUCAACAAAAUA
GIL\EJ%\UCAUUGAAAAUUCACGJGAUCCIIAAUA
ZZBUgGCAAUAUUCCGJCAC-iGAGJGAUAAAUA
;glgf)CAUUCI:ACAAAUUA&JUUAUUAUUCAC
GE?J?JAUUCACGACUCUUAACAACGACAAUUU
ERBGXOAGGJCGJCCGJAGAUAUUUAOAUAAA
>N87
UACUACACAGACUACUAUUAGAAUUUGCGAA
ZESSUGCGAAC:‘GAUUUACCGAAGAAAAGCAC
ZIC\iiAACIIACAGACQJUAUUGACIIJUUUGAA
f}gig\UAACOAGGAGJUUOAAAAAOAAAOAGG
EEQC%JUUUCAUUGAUCUAUUUGAUAAAUOJGC
EEQClZJAGAGJCCAAUQJACGCGACUUAUUGCA
ZQLQJ?JAUUGOAUUCCUUGGAAGGJGAAAGJCU
B%CGAUC—:C—UCCAGJUAUUGAUGAAUUUUU
ZBSLBJEJGGCCAUUCAACUUCAUAA&JGGUCGGU
:EI\QGEJJACCACIBAAAGJUUQJGAAACCAUCCC
ZZI\QU&JUUACUCUACUUAUUAUCCAUUGCAUC
ZEII%EZUGAAUAUCUUAUUUUAGCAUUAGJCAA
ZE\;JZJQGJCAAAGAAAUGAACIII}JUCGJUUU
>



GCEUUCGUUUUAUUGAUAGAAAACAGGACAGRU



